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PAGE: 1 RAW SEQUENCE LISTING DATE: 1 1/23/98 r]*w 

PATENT APPLICATION US/08/930,480 TIME: 12:1 1:04 /'^ ^ 



j INPUT SET: S29986. mw 



This Raw Listing contains the General 
Information Section and up to the first 5 pages. 



1 SEQUENCE T.TSTING 
2 

3 (1) General Information: E T" E |^ E 

5 (i) APPLICANT: BRACCO, Laurent 

6 SCHWEIGHOFFER, Fabien 

7 TOCQUE, Bruno 
8 

9 (ii) TITLE OF INVENTION: CONDITIONAL EXPRESSION SYSTEM 
10 

11 (iii) NUMBER OF SEQUENCES: 29 
12 

13 (iv) CORRESPONDENCE ADDRESS: 

14 (A) ADDRESSEE: Rhone-Poulenc Rorer Inc. 

15 , (B) STREET: 500 Areola Road, Mailstop 3C43 

16 (C) CITY: Collegeville 

17 (D) STATE: PA 

18 (E) COUNTRY: USA 

19 (F) ZIP: 19426 
20 

21. (V) COMPUTER READABLE FORM: 

22 (A) MEDiUM TYPE: Floppy disk 

23 (B) COMPUTER: IBM PC compatible 

24 (C) OPERATING SYSTEM: PC-DOS/MS-DOS 

25 (DJ. SOFTWARE:. Patent In- Release #1,0/ Version #1.30 
26 

27 (vi) CURRENT APPLICATION DATA: 

28 (A) APPLICATION NUMBER: 

29 (B) FILING DATE: 

30 (C) CLASSIFICATION: 
31 

32 (vii) PRIOR APPLICATION DATA: 

3 3 (A) APPLICATION NUMBER: FR 95/03841 

34 (B) FILING DATE: 31tMAR-1995 

35 

36 (vii) PRIOR APPLICATION DATA: 

37 (A) APPLICATION NUMBER: WO PCT/FR96/004 77 

38 (B) FILING DATE: 29-MAR-1996 
39 

40 (viii) ATTORNEY/AGENT INFORMATION: 

41 (A) NAME: Fehlner Esq., Paul F. 

42 (B) REGISTRATION NUMBER: 35,135 

43 (C) REFERENCE/ DOCKET NUMBER: ST95021-US 
44 

45 (ix) TELECOMMUNICATION INFORMATION: 

46 (A) TELEPHONE: (610) 454-3839 
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RAW SEQUENCE LISTING DATE: 1 1/23/98 

PATENT APPLICATION US/08/930,480 TIME: 12:11 :05 

INPUT SET: S29986.mw 

(B) TELEFAX: (610) 454-3808 



(2) INFORMATION FOR SEQ ID N0:1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleir: aci<5 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: CDNA 



. (xi) SEQUENCE DESCRIPTION: SEQ ID N0:1: 
TCTCTATCAC TGATAGGGA 19 
(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 
TATCACCGCA AGGGATA 17 
(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
Lys Lys Pro Leu Asp Gly Glu Tyr Phe Thr Leu Gin lie Arg Gly Arg 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/930,480 



DATE: 11/23/98 
TIME: 12:11:07 



INPUT SET: S29986.raw 
100 15 10 15 

101 

102 Glu Arg Phe Glu Met Phe Arg Glu Leu Asn Glu Ala Leu Glu Leu Lys 

103 20 25 30 
104 

105 Asp Ala Gin Ala Gly Lys Glu Pro Gly Gly Ser Arg Ala His Ser Ser 

106 35 40 45 
107 

108 Mis Leu Lys Ser Lys Lys Gly Gin Ser Thr Ser Arg His Lys Lys Leu 

109 50 55 60 
110 

111 Met Phe Lys Thr Glu Gly Pro Asp Ser Asp 

112 65 70 
113 

114 (2) INFORMATION FOR SEQ ID NO: 4,:. 
115 

116 (i) SEQUENCE CHARACTERISTICS: 

117 (A) LENGTH: 768 base pairs 

118 (B) TYPE: nucleic acid 

119 (C) STRANDEDNESS: double 

120 (D) TOPOLOGY: linear 
121 

122„ (ii) MOLECULE TYPE: cDNA 

123 

124 

125 

126 

127 (xi) SEQUENCE DESCRIPTION: SEQ ID N0:4: 

128 

129 TTACTCGCGG CCCAGCCGGC CATGGCCGAG GTGCAGCTGC AGCAGTCTGG GGCAGAGCTT 60 
130 

131 GTAAGGTCAG GGGCCTCAGT CAAGTTGTCC TGCACAGCTT CTGGCTTCAA CATTAAAGAC 120 
132 

133 TACTATATGC ACTGGGTGAA GCAGAGGCCT GAACAGGGCC TGGAGTGGAT TGGATGGATT 180 
134 

135 GATCCTAAGA ATGGTGATAC TGAATATGCC CCGAAGTTCC AGGGCAAGGC CACTATGACT 240 
136 

137 GCAGACACAT CCTCCAATAC AGCCTACCTG CAGCTCAGCA GCCTGGCATC TGAGGACACT ' 300 
138 

13 9 GCCGTGTATT ATTGTAATTT TTACGGGGAT GCTTTGGACT ATTGGGGCCA AGGGACCACG 3 60 
140 

141 GTCACCGTCT CCTCAGGTGG AGGCGGTTCA GGCGGAGGTG GCTCTGGCGG TGGCGGATCG 4 20 

142 

14 3 GATGTTTTGA TGACCCAAAC TCCACTCACT TTGTCGGTTA CCATTGGACA ACCAGCCTCC 480 
144 

145 ATCTCTTGCA AGTCAAGTCA GAGCCTCTTG GATAGTGATG GAAAAACATA TTTGAATTGG 54 0 

146 

147 TTGTTACAGA GGCCAGGCCA GTCTCCAAAG CGCCTAATCT ATCTGGTGTC TAAACTGGAC 600 
148 

14 9 TCTGGAGTCC CTGACAGGTT CACTGGCAGT GGATCAGGGA CAGATTTCAC ACTTAAAATC 66 0 

150 

151 AACAGAGTGG AGGCTGAGGA TTTGGGAGTT TATTATTGCT GGCAAGGTAC ACATTCTCCG 720 
152 
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RAW SEQUENCE LISTING DATE. 1 1/23/98 

PATENT APPLICATION US/08/930,480 TIME: 12: 1 1 :09 

INPUT SET: S29986. raw 

CTTACGTTCG GTGCTGGCAC CAAGCTGGAA ATTAAACGGG CGGCCGCA 768 



(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 
( Dj^ TOPOLOGY : linear 

(ii) MOLECULE TYPE: peptide 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 
1 5 10 15 

(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: l.,30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 



CCC AAG CCC AGT ACC CCC CCA GGT TCT TCA 30 
Pro Lys Pro Ser Thr Pro Pro Gly Ser Ser 
15 10 



(2) INFORMATION FOR SEQ ID NO: 7: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/930,480 



DATE: 1 1/23/98 
TIME: 12:11:11 



INPUT SET: S29986.raw 
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Pro Lys Pro Ser Thr Pro Pro Gly Ser Ser 
15 10 

(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 18 



(Xi) . SEQUENCE DESCRIPTION: SEQ ID NO: 8; 

ATG AAC CGG CTG GGC AAG 
Met Asn Arg Leu Gly Lys 
15 



(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid_ 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 

Met Asn Arg Leu Gly Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(ix) FEATURE: 



18 



SEQUENCE VERIFICATION REPORT 

PATENT APPLICATION US/08/930,480 



DATE: 1 1/23/98 
TIME: 12:11:12 



INPUT SET: S29986.raw 



Original Text 



